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RAW SEQUENCE LISTING 

PATRNT APPLICATION: US/09/692,504 
input Set : A:\P1748Ri.txt 

Output Set: N:\CRF3\il022000\l692504.xaw 

3 <,110> APPLICANT: De Sauvage, Frederic 

4 Grewal, Tqbai 

5 Gurney/ Austin L. 

7 <I20> TITLE OF INVENTION: TYPE I CYTOKINE RECEPTOR TCCR 
9 <'i30> FILE REFERENCE: P1748R.1 
W--> 11 <14 0> CURRENT APPLICATION NUMBER: US/09/69 2,504 
11 <141> CURRENT FILING DATE: 2000 "10 - .18 

13 <150> PRIOR APPLICATION NUMBER: US 60/150,54 2 

14 <151> PRIOR FILING DATE: 1999-10-20 
16 <160> NUMBER OF SEQ ID NOS : 16 

18 <210> SEO ID NO: 1 
10 <2I1> LENGTH: 536 

20 <212> TYPE: PRT 

21 <213> ORGANISM: Homo sapiens 

2 3 <4 00> SEQUENCE: 1 

24 Met Arg Gly G ly Arg Gly Ala Pro Phe Trp Leu Trp Pro LGu Pro 

25 1 5 ' 10 15 

27 Lys Leu Ala Leu Leu Pro Leu Leu Trp Val Leu Phe Gin Arg Thr 

28 20 25 30 

30 Arg Pro Gin Gly Ser Ala Gly Pro Leu Gin Cys Tyr Gly Val Gly 

31 35 'lO -15 

3 3 Pro Leu Gly Asp Leu Asn Cys Ser Trp Glu Pro Leu Gly Asp Leu 
34 50 55 60 

36 Gly Ala Pro Ser Glu Leu His Leu Gin Ser Gin Lys Tyr Arg Ser 

37 65 ' 70 75 
39 Asn Lys Thr Gin Thr Val Ala Val Ala Ala Gly Arg Ser Trp val. 

4 0 8 0 8 5 90 
4 2 Ala lie Pro Arg Glu Gin Leu Thr Met Ser Asp Lys Leu Leu Val 
43 95 100 105- 
4 5 Trp Gly Thr Ly-s Ala Gly Gin Pro Leu Trp Pro Pro Val Phe Val 
45 110 115 120 
4 8 Asn Leu Glu Thr Gin Met Lys Pro Asn Ala Pro Arg Leu Gly Pro 
4 9 125 130 135 

51 Asp val Asp Plie Ser Glu Asp Asp Pro Leu Glu Ala Thr Val His 

52 140 145 150 

54 Trp Ala Pro Pro Thr Trp Pro Ser His Lys Val Leu lie Cys Gin 

55 155 160 155 
57 Phe His Tyr Arg Arg Cys Gin Glu Ala Ala Trp Thr Leu Leu Glu 
50 170 175 180 

60 Pro Glu Leu Lys Thr Tie Pro Leu Thr Pro Val Glu He Gin Asp 

61 185 190 195 

63 Leu Glu Leu Ala Thr Gly Tyr Lys Val Tyr Gly Arg Cys Arg Met 

64 200 205 210 

66 Glu Lys Glu Glu Asp Leit Trp Gly Glu Trp Ser Pro lie Leu Ser 

67 215 ' 220 225 

69 Phe Gin Thr Pro Pro Ser Ala Pro Lys Asp Val Trp Val Ser Gly 

70 230 235 240 
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PATENT APPLICATIOrf: US/09/692, 504 TIME: 13:57:01 
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145 605 610 615 

14 7 His Phc Leu Pro Thr Pro Glu Glu Leu Giy Leu Leu Gly Pro Pro 

148 620 625 630 

150 Ary Pro Gin Val lgu Ala 

151 635 

153 <210> SKQ ID NO: 2 

154 <2.11> LENGTH: 623 

155 <212> TYPE: PRT 

156 <213> ORGANTSH: Mus musculus 
158 <400> SEQUENCE: 2 
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28 5 <210> SEQ ID NO: 3 

286 <211> LENGTH: 2646 

287 <212> TYPE: DNA 

288 <213> ORGANISM: Homo sapiens 
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RAW SEQUENCE LISTING DATE: .11/02/2000 

PATENT APPLI.CATION: US/09/692, 504 TIME: 13:57:01 

Input Sot : A:\Pl74 8Rl.txt 

Output Set: N:\CRF3\11022000\I692504.raw 

290 <220> FEATURE: 

291 <221> MAME/KEY; unsure 
2 92 <222> LOCATION: 24 3 3 

293 <223> OTHER INFORMATION: unknov/n base 

295 <4 00> SEQUENCE: 3 

296 ytgggttcgg cttcccqtLg cgcctcgggg gctgtaccca gagctcyaag 50 
298 agqagcaqcg cgqcccgcac ccggcaaggc tgggccggac tcggggctcc 100 
300 cgagggacgc caLgcgggga ggcaggggng cccctttctg gctgtggccg 150 
302 ctgcccacigc tggcgctgct gcctctgttg tgggtgcttt tccagcggac 200 
30 4 gcgtccccag ggcagcgccg ggccactgca gtgctacgga gttggaccct 250 
306 tgggcgactt gaactgctcg tgggagcctc ttggggacct gggagccccc 300 
308 tccgagttac acctccagag ccaaaagtac cgttccaaca aaacccagac 350 
310 tgtggcagtg gcagccggac ggagctgggt ggccattcct cgggaacagc 400 
312 tcaccatqtc tgacaaactc cttgtctggg gcactaaggc aggccagcct 4 50 
314 ctctggcccc ccgtcttcgt gaacctagaa acccaaatga agccaaacgc 500 
316 cccccggctg ggccctgacg tggacttttc cgaggatgac cccctggagg 550 
318 ccactgtcca ttgggcccca cctacatggc catctcataa agtLctgatc 600 
320 tgccagttcc acbaccgaag ar.gtcaggag goggcctgga ccctgctgga 650 
322 accggagctg aagaccatac ccctgacccc tgttgagatc cuagatttgg 700 
324 agctagccac tggctacaaa gtigtatggcc gctgccggat ggagaaagaa 750 
326 gaggatttgt ggggcgagtg gagccccatt tUgtccttcc agacaccgcc 800 
328 ttictgcLcca aaagatgtgt gggtatcagg gaacctcLgt gggacgcctg 850 
330 gaggagagga acctttgctt ctatggaagg ccccagggcc ctgtgtgcag 900 
332 gtgagctaca aagtctggtt ctigggttgga ggtcgtgagc tgagtccaga 950 
334 aggaattacc tgctgctgct ccctaattcc cagtggggcg gagtgggcca 1000 
336 gggtgtccgc tgtcaacgcc acaagctggg agcctctcac caaccLctct 1050 
338 tt:ggLctgct tggattcagc ctctgccccc cgtagcgtgg cagtcagcag 1100 
340 catcgctggg agcacggagc tactggtgac ctggcaaccg gggcctgggg 1150 
342 aaccactgga gcatgtagtg gactgggctc gagatgggga ccccctggag 1200 
344 aaactcaacL gggtccggct tccccctggg aacctcagtg ctctgttacc 1250 
346 agggaatLtc actgtcgggg tcccctaLcg aatcactgtg accgcagtict 1300 
34 8 ctgcttcagg cttggcctct gcatcctccg tctgggggtt cagggaggaa 1350 
350 ttagcacccc tagtggggcc aacgctttgg cgactccaag atgcccctcc 1400 
352 agggaccccc gccatagcgt ggggagaggt cccaaggcac cagcttcgag 1450 
354 gccacctcac ccactacacc ttgtgUgcac agagtggaac cagcccct:cc 1500 
356 gtctgcatga atgtgagtgg caacacacag agtgtcaccc tgcctgacct 1550 
358 tccttggggt ccctgtgagc tgtgggtgac agcatctacc atcgctggac 1600 
360 agggccctcc tggtcccatc ctccggcttc atctaccaga taacaccctg 1650 
362 aggtggaaag ttctgccggg catcctatitc ttgtggggct tgttcctgtt 1700 
364 ggggtgtggc ctgagccLgg ccacctctgg aaggtgctac caccLaaggc 1750 
366 acaaagtgct gccccgctgg gtctgggaga aagttcctga tcctgccaac 1800 
368 agcagttcag gccagcccca catggagcaa gtacctgagg cccagcccct 1850 
370 tggggacUtg cccatcctgg aagtggagga gatggagccc ccgccggtta 1900 
372 tggagtcctc ccagcccgcc caggccaccg ccccgcttga ctctgggtat 1950 
37A gagaagcact tcctgcccac acctgaggag ctgggccttc tggggccccc 2000 
376 caggccacag gttctggcct gaaccacacg tctggctggg ggctgccagc 2050 
378 caggctagag ggatgctcat gcaggttgca ccccagtcct ggattagccc 2100 
380 tcttgatgga Lgaagacact gaggactcag agaggctgag tcacttacct 2150 
382 gaggacaccc agccaggcag agctgggatt gaaggacccc tatagagaag 2200 
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